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Systemic Lupus Erythema
Detection Kit (MS-HRM Method)

Systemic Lupus Erythematosus (SLE) is a chronic autoimmune disease with heterogeneous
clinical manifestations ranging from mild cutaneous disease to catastrophic organ failure and
obstetrical complications. Young women are disproportionately affected by SLE, with a greater
prevalence and incidence of this disease in certain ethnic populations such as Black, Asian and
Hispanic populations. Reports from the past 5 years on the incidence and prevalence of SLE have

shown considerable variation across global regions and even within subpopulations . These

differences are probably attributable to true variation, but also to differences in study design and case
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' Classification systems and evaluation instruments for SLE
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Validation Cohort 1 ( The Chinese population 2)

529 SLE patients, 569 Healthy Controls, 429 RA patients, 199 pSS patients

' IFI44L gene methylation biomarker-its screen/validation and clincal application for SLE
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Systemic Lupus Erythematosus(SLE)
[F144L Gene Methylation Biomarker Detection Kit

(MS-HRM Test)

J Features

€ Early diagnosis

& Differential diagnosis
€ Monitoring prognosis
The SLE gene methylation detection kit utilizes the method of
Methylation-Sensitive High Resolution Melting (MS-HRM) technology, to €& Maedication guidance
detect the IFI44L biomarker as a way of diagnosis of SLE disease.
Using methylation-specific primers, the target fragments to be ] o
detected were amplified by qPCR to obtain high-resolution melting ¢ ngh Sensitivity
curves (HRM), which were analyzed in comparison with reference curves
to determine the methylation level of the promoter region of the IFI44L ¢ High specificity
gene in the PBMC samples, and were used for the genetic diagnosis of
SLE and the Clinical assessment of disease. ’ Low cost

200ul EDTA anti-coagulation whole blood Automated Nucleic Acid Extraction
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Real-time quantitative PCR

Results report Result interpretation and analysis amplification and HRM detection
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Automatic Nucleic
Acid Extractor (96T)

Automatic DNA Extraction
and Methylation instrument

Automatic Nucleic
Acid Extractor (48T)

" Order Information

Cat.No. Product Packing Size Methods Qualification
MD-01/02/03/04 Blood collection card 1/10/20/40 tests Fingertip-blood CE / NMPA
s e ts oy " 40tess  MsHRATERt  CE/ oA
MD-15 Nucleic Acid Extraction and Purification Kit 64 tests Magnetic CE / NMPA
MD-19 Nucleic Acid Extraction and Purification Kit 100 tests Column CE / NMPA
MD-53 DNA Methylation Conversion Kit 200 tests Column CE / NMPA
MD-50/52 Nucleic Acid Extraction and Methylation Conversion Kit 32/8 tests Magnetic CE / NMPA
MD-001B/C Automatic Nucleic Acid Extraction and Purification Instrument  SET-48/96 Magnetic CE / NMPA
MD-002A/B Automatic DNA Extraction and Methylation instrument SEP-8/32 Magnetic CE / NMPA
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